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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/0 8/7 5 6 , 0 1 8C 



DATL: 0 1/(12/: 0 01 
TIME: 10:20:46 



ENTERED 



Input Stvt : A:\ES.txt 

Output. Set: N:\CKF3\0102 2 0 01\H7 56018C.raw 



4 <110> 
5 



APPLICANT: Brian Se»ed 
Tar a Pouyani 



7 <L2(i> TITLE OF INVENTION: P * S ELECT! M LIGANDS AND RELATED MOLECULES 



10 O30> F f LE REFERENCE:' 00780/284002 

1 2 <" 1 4 0 > OURRE M T AP PLL CAT T ON NUMBER : 0 8/756,01 8 C 
1 3 - 1 4 1 > C U RRE M T FILING DATE : 1 9 9 6 - V ! - 2 5 

15 ->150> PRIOR APPLICATION NUMBER: 60/000,213 

'1 6 < 1 5 1 > PR 1 0 R FT L I NG DATE : 199 5-06-14 

'i 8 < 1 5 0 > P R TOR AP P L T CAT I ON NUMBER : 08/661,9 60 

1.9 vl51> PRIOR FILING DATE: 1996-06 -12 

21 ^,16 Q> NUMBER OF SEQ ID NOS : 17 

2 3 < 1 7 U > S OFTWA RE : Fa s t S EQ for Wi ndows Vers ion 4.0 
2 5 <210> SEQ ID NO: 1 

2 6 <211> LENGTH: 10 
2 7 ■■:212> TYPE: PPT 

2 8 <213> ORGANISM: Homo sapiens 

3 0 <4 0Q> SEQUENCE : 1 

31 Ala Thr Glu Ala Gin Thr Thr Pro Pro Aid 
3 2 1 5 j.0 

3 5 <2i0> SEQ TD NO; 2 
3 6 <2L1> LENGTH: 18 

3 7 ^;212> TYPE; PRT 

38 <2.13> ORGANISM: Homo sapiens 

4 0 <4 00^ S EQU E NCE : 2 

41 Met Ala Thr Asn ser Leu Glu Thr Ser Thr Gly Thr Ser Giy Pro Pro 



4 3 Val Thr 

4 7 <210> SEQ TD NO: 3 
4 8 ^211> LENGTH: 42 

4 9 <"212> TYPE: PRT 

5 0 <2\1> ORGANISM: Homo sapiens 
5 2 <4 00> SEQUENCE : 3 

5 3 Gin Leu Trp Asp Thr Trp Ala Asp Glu Ala Glu Lys A]. a Leu Gly Pro 
54 1 5 10 15 

5 5 Leu Leu Ala Arq Asp Arq Arg Gin Ala Thr Glu Tyr Glu Tyr Leu Asp 
5 6 20 2 5 30 

5 7 Tyr Asp Phe Leu Pro Glu Thr Glu Pro Pro 
58 35 40 

61 <210> SEQ ID NO: 4 

6 2 <211> LENGTH: 20 
6 3 <212> TYPE: PRT 

6 4 < 2 1 3 > o rg AN 1 S M : Homo sapiens 
6 6 <4 00> SEQUENCE: 4 

6 7 Arq Asp Airy Arg Gin Ala Thr Glu Tyr Giu Tyr Leu Asp Tyr Asp Phe 
68 1 5 10 15 

6 9 Leu Pro Glu Thr 



8 



AND 1:1 Li HODS 



4 2 



5 



10 



15 
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RAW SEQUENCE LISTING 

PATENT APPLICATION : US/Q8/756 , 018C 



DATE: 01/02/2.001 
TIME: 10:20:46 



Input Sot : A:\ES.txt 

Output Set: N:\CRF3\01022G01\H756018C.raw 



7 0 
7 3 
7 4 
75 
76 
78 

7 9 
80 
81 

8 2 
85 
86 
87 
88 

0 0 
91 

9 2 
9 3 
94 
9 7 
98 

9 9 

1 00 
102 

10 3 
104 
105 
106 
10 9 
1 10 
1 11 
1.12 
1 14 
1 1 5 
116 
1 17 
1 1 S 
119 
120 
121 
12 2 
123 
124 

1 2 5 
126 
127 
128 
129 
130 



20 

-'.21 0> SLO 10 NO : 
<211> LENGTH: 20 
<212> TYPE; PRT 
<213> ORGANISM: 
<4 0 0> SEQUfclNCfci: 
A r y A s p Ar q A r q 
1 ' 

Leu Pro Glu Thr 
■ 20 
SEQ ID NO: 
LENGTH: 2 0 
TYPE : PRT 
ORGANISM : 
SEQUENCE : 



Homo sapiens 



Gin Ala Thr Glu 



'he Gl.u Phe 
10 



r -.sp Phe Asp Phe 
15 



O10> 
<211> 
<212> 
<.2.1 3> 
<4 00> 



Homo sapiens 



Ala Ala Glu Tvr 



G 1 u 
10 



Ala Ala Glu Phe 



Phe 



Arq Asp Arq Arq Gin 

I 5 
Leu Pro Glu Ala 
20 

<210> SEQ ID NO: 7 
<211> LENGTH: 2 0 
<2 12> TYPE: PKT 
<213> ORGANISM: Homo sapiens 
<4 0 0> SEQUENCE: 7 
Arq Asp Arq Arq Gin 

1 5 
Leu Pro Glu Ala 
20 

<210> SEO ID NO: 8 ' 

<211> LENGTH: 2 28 7 

<212> TYPE: DNA 

< 2 1. 3 > 0 RG A N I S 1:4 : H OHIO s a p i e n s 

<4 0 0> SEQUENCE: 8 

aagcttacca ccatggaetg gacctggagg tteetcttct 
ggtgtocagt eceaggtgoa gctggtgoag tetggggctg 
tcggtgaagg tctcetgeaa ggcttetgga 



Pyr Leu Asp 



Asp Phe 
15 



Glu 
10 



gt g eg a ca gg cccc tg ga ca 
acagcaaaot aegcacagaa 
a g o a c a g c c t a c a tg g a go t 



qgcaeotr oa 
tgqatqggag 
agagteacga 
aga tel gagg 



agggotLgag 
gtteeagggc 
gagcagee tg 

gcgagagata atggagogta ttgtagtggt ggtagctget 
tggggecagg gaaccctggt caccgtctct. tcaggtgagt 
ggcaggccag gootgacctt ggetttgggg cagggagggg 
gecagcaggt gcacacccaa tgeceatgag cccagacact 
agt.taagaao oc 'ggggoot etgcgcctgg goocagctot 
ggoaccacct ct t tgeage ctccaccaag ggcccatcgg 
tccaagagca crtctggugg cacagoggcc ctqggctgcc 
gaaccggtga cggtgtcgtg gaactcaggc gccctgacoa 
g c tg t c o ta c a g tec to a g g a c t c t a c t;cc e t ca gc a go g 
agettgggcct eccagaecta catctgcaac gtgaatcaca 



Leu Asp Phe Asp Phe 
.15 



ttg nggtggc 
aggtgaagaa 
gca gc ta tgc 
ggatcatccc 
ttaccgegga 
acaeggeegt 
act cgqqctg 
actgaa ttct 
gctaaggtga 
ggacgetgaa 
gtccea caeo 
tottecccct 
tggt^aagga. 
gcggcgtgca 
tggtgaccgt 
aycccagcaa 



ageage taca 
gec tgggtcc 
ta tea go tgg 
tatctttggt 
cgaatccacg 
gta ttaetgt 
gttcgaeece 
agctttctgg 
ggcaggtggc 
cctegeggac 
geggtoaea t 
ggcaccctcc 
ctacttcccc 
cacettcecg 
gcrct ccagc 
caeca a gg tg 



6 0 
1 2 0 
180 
24 0 
300 

3 60 

4 20 
4 80 
54 0 
6 00 
6 60 ■ 
720 
780 
840 
900 
960 
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RAW SEQUENCE LISTING 

PAT KMT A P P L J.O.T 1 0 it : US/0 8/ 7 5 6 , 0 1 BC 



DAl-E: 0 1/0 2/200 1 



Input Set : 
Output Set: 



A:\ES.txt 

N:\CRF3\0102 20 01\H75 6018C.raw 



gacaagaaaq tlqgtgagag gccagcaeag ggagggaggg 
agcgctcclg oclggacgca Lcccggclat geugccecag 



CCCqtC t qcC 
tctqgcttt-t 
ucacaaaggg 
ccc Lga c eta 
ctcc leccag 
ciac I caraca 
gcqqgaeagq 
cgt ccacctr 
tccccccaaa 

t qq tqqacq t 



tcttca ;:ccg 

tCCC Jtqqctc 

qcaggr.getg 
agcccacccc 
a tt era qtaa. 
tgcrcaccq t 
tgecctagag 
rat etc t tec 
dccoaaggac 
gagecacqaa 



g a g c c t e t g c c c : g c c c c a c t 
t gg g c a g g c a c -jt q g c t a g q t 
ggc t c a g a c c t g c c a a g a g c 



aaaggceaaa 
oLcccaa to t 
qceoaqg La a 
t agectgeat 
Lcagcacetg 
a ccc Lea Lga 
gaeeetgaqg 



oLctceacLc' 
tetetetgea 
q cc a gee rag 
ecaqgqaeag 
aaclccLggg 
tctcccggac 
tc: a a grt caa 



.1 31 
132 
1 '-5 3 
1 3 4 
.135 
13 6 
137 
138 

1 3 9 
140 
141 
142 

14 3 
144 
14 5 
.146 

14 7 g L q ac egct g 
14 8 tqcceccate 

149 qcttetat-ec oagegacate gccgtggayt gggagaqcaa 

150 acaagaecac qccteccqtg ctggaetocg acqgeteett 
ccgtggaeaa gagcaggtgg cagcagqqga. aegtcttete 
ctetgeaeaa ceactaeaeg cagaagagoe tctceetgtc 
gqeegge 

<2I0> SEQ ID NO: 9 
LENGTH: 4 42 
TYPE: PRT 

Homo sap 1 ens 



aggtgeataa tgecaagaea aagccgcggg agqcigcagta 
tcagcqteet. caecgtcctg eaeeaggact ggetgaargg 
L e t f • c a a c a a a g c e e t c e c a g c e e c c a t c 1 ? a g a a a a e c a t 
eceqtqqggt gegagggeea oatggaeaga ggeeggcteg 
taceaacctc tgtectacag ggcagccccg 
eegggatgag ctgaccaaga aecaggteag 



151 
1 52 
1 53 
15 5 



tgLolgelgq 
Lceagggcag 
eatgetcaqg 
genectaaee 
oa La tceqqg 
ectcagcLeg 

qaqeCCdd.1 t 

.gcct.cgrccT 
go ccc a gecg 
uggaceg Lea 
ccctgaggtc 
et nqtaeqttT 
caacageacg 
cauggagtac 
eLef 'aaa gee 
a' 1 oca ceo to 
agaaccaeaq 
cctgaect.ge 
Lqggca gecg 
et_ tectc Lac 
a tgc teegtg 
tecggqtaaa 



aageaqqete 
caa gycaggc 
gagagg qlet 
eag gecctae 
aggaoec tgo 
gaeaecttet 
c ttg tgacaa 
eeaqotioaag 
ggtgetgaca 
g Let. Leo let 
aeat.gcg tgg 
qacggegtqg 
f accgggtgg 
aagtg raagg 
aaaqtjLggqd 
tqocetqdga 
g tgtacdcce 
cLggteaaag 
gagaacaaet 
agcaagc tea 
a t geatgagg 
tgagtgogao 



.15 7 
1 5 8 
1 6 0 



^211 > 
<2 12> 
<2J3> 
<4 00> 



ORGANISM : 
SEQUENCE: 



161 


Lys 


Leu 


Thr 


Thr 


Met 


Asp 


Trp 


Thr 


Trp 


Arg 


Phe 


Leu 


Phe 


Phe 


Val 


Val 


16 2 


1 








5 










10 










15 




1 6 3 


Ala 


Ala 


Ala 


Thr 


Gly 


Val 


Gin 


Se v 


Gin 


Val 


G In 


Leu 


Vdi 


Gin 


Ser 


G ly 


164 








20 










25 










30 






'1 b > 


Ala 


G J.u 


Va 1. 


Lys 


Lys 


Pro 


G ly 


Ser 


Ser 


Val 


Lys 


Va 1 


Ser 


C/s 


Lys 


Ala 


16 6 






3 5 










40 










4 5 








I 6 7 


Ser 


Gly 


Gly 


Thr 


Phe 


Ser 


Ser 


Tyr 


Ala 


He 


Ser 


Trp 


Va 1 


.Arg 


Gin 


Ala 


1 6 8 




50 










55 










60 








169 


Pro 


Gly 


Gin 


Gly 


Leu 


Gin 


Trp 


Met. 


Gly 


Gly 


T 1 e 


lie 


Pro 


Tie 


Phe 


Gly 


170 


6 5 










7 0 




















BO 


.! 71 


Th r 


Ala 


Asn 


Tyr 


Ala 


Gin 


Lys 


Phe 


Gin 


G 1 y 


Arg 


Va 1 


Thr 


Tie 


Thr 


Ala 


.1.7 2 










8 5 










90 










9 5 




173 


Asp 


Glu 


Ser 


Thr 


Ala 


Arg 


Asp 


Asn 


Gly 


Ala 


Tyr 


Cys 


Ser 


Gly 


Gly 


Ser 


1M 








100 










105 










1 1 0 




175 


Cys 


Tyr 


ser 


Gly 


Trp 


Phe 


Asp 


Pro 


Trp 


Gly 


Gin 


Gly 


Thr 


Leu 


Va .1 


Thr 


176 






115 










12 0 










12 5 








177 


Val 


Ser 


Ser 


Ala 


Ser 


Thr 


Lys 


Gly 


Pro 


Ser 


Va 1 


Phe 


Pro 


Leu 


Ala 


Pro 


1 7 8 




1 30 










1 35 










14 0 










1 7 0 


Ser 


Ser 


Lys 


Ser 


Thr 


Ser 


Gly 


Gly 


Thr 


Ala 


Ala 


Le u 


Gly 


Cys 


Leu 


Val 


1 80 


1 A 5 










1 50 










1 55 








1 6 0 


181 


Lys 


Asp 


/r 


Piie 


Pro 


Glu 


Pro 


Val 


Th r 


Vul 


Ser 


Trp 


Asn 


Ser 


Gly 





10 20 
1 0 Hu- 
ll 4 0 
.1 2 0 0 
1 2 6 0 
1 H20 
.1 3 8 0 

14 40 

15 00 
1 5 6 0 

16 2 0 
1680 
.17 4 0 
1 B0n 
IB 6 0 
1 9 2 0 

1 \) 8 0 
2040 
210 0 
2.10 0 

2 2 20 
2280 
2287 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/0 8/7 56 , 01 8C 



DA 11' : Oj./02/20 01 
TIME: 10:20:47 



I aput. Set : A:\ES.txt 

Output Set: N:\CRF3\010220 01\H7 56 018C.raw 



18 2 ifi5 

18 3 Leu Thr Scr Gly val His Thr Phe 

18-? ISO 

IBS Leu Tyr Ser Lou Ser Scr Val Vai 

186 T95 ;vQ0 

187 Lys Val Glu Pro Lys S or Cys Asp 

188 210 215 

189 Pro Ala Pro Gin Leu Lou Gly Gly 

190 225 ~ 2 30 

191 Lys Pro Lys Asp Thr Leu Met lie 

192 245 

193 Val Val val Asp Val Ser His Glu 

194 260 

'195 Tyr Val Asp Gly Val Glu Val His 
196 27 5 280 

.197 Glu Gin Tyr Asn Ser Thr Tvr Arg 

198 29 0 295 

199 His Gin Asp Trp Leu Asn Giy Lys 

200 30 5 3"|0 

201 Lys Ala Leu Pro Ala Pro lie GLu 

202 3 25 

203 Gin Pro Arg Gi.u Pro Gin Val Tyr 

204 3 4 0 

205 Leu Thr Lys Asn Gin Val Ser Leu 

206 35 5 36 0 
20 7 Pro Ser Asp lie Ala Val Glu Trp 
208 370 37 5 

2 09 Asn Tyr Lys Thr Thr Pro Pro Val 

210 385 390 

211 Leu Tyr Ser Lys Leu Thr val Asp 

212 4 05 

213 Val Phe Ser Cys Ser Val Met His 

214 4 20 

215 Gin Lys Ser Leu Ser Leu Ser Pro 

216 4 35 4 40 

219 <210> SEQ IV NO: 10 

220 <2 li> -LENGTH : 1891 

221 <212> TYPE: DMA 

2 22 < 2 1 3 > 0 RG AN I SM : H oiuo s a p i e n s 
224 <4 00> SEQUENCE: 10 
22 5 atggcgctgt cc Lgggt tor tacagtcctg 
22 6 ceattgtgtg eeaacct.agc aeeggtgccc 

22 7 ggcaagtggt tttatatcge atoggeetM; 

228 gagatecaag edacoLtett Ltacttcaco 

229 agagagtacc agaccegaea ggaoeagtgc 

230 egggaaaatg ggaceatotc cagataegtg 

231 atcctcaggg aeaceaagac otaeatgct.t 

232 ggqctgtctg tctatgetga caagecagag 

23 3 gaagctcteg actgettgeg cattceeaag 



17 0 
Pro A J. a 
185 

Thr Val 

Lys Thr 

Pro Ser 

Ser Arg 
25 0 
Asp Pro 
26 5 

Asn Ala 

Val val 

Glu Tyr 

Lys Thr 
3 30 

Thr Leu 
34 5 

Thr Cys 

Gin Ser 

Leu Asp 

Lys Ser 
41 0 
Glu Ala 
425 

Gly Lys 



Val Leu Gin 
Pro 
His 



Va 1 
2 *5 
Thr 

Glu 

Lys 

Ser 

Lys 
3 'J 5 
lie 

P ro 

Leu 

As n 

Ser 
395 
Arg 

Leu 



Ser Ser 
205 
Thr Cys 
22 0 

Phe Leu 

Pro Glu 

Val Lys 

Thr Lys 
285 
Val Leu 
300 

Cys Lys 

Ser Lys 

Pro Ser 

Val Lys 
365 
Giy Gin 
38 0 

Asp Gly 
Trp Gin 
His Asn 



175 
Ser Ser Gly 
1 9 0 

Ser Asp Lys 

Pro Pro Cj s 

Phf Pro Pro 
24 0 

Vai Thr Cys 
255 

Phe Asn Trp 
27 0 

Pro Arq Glu 

Thr Val Leu 

Vai Ser: Asn 
■ 320 
Ala Lys Gly 
33 5 

Arg Asp Glu 
3 50 

Gly Phe Tyr 



Pro 



lu Asn 



Ser Phe Phe 
40 0 

Gin Giy Asn 
4.1 5 

His Tyr Thr 
4 30 



a gee tectac 
ateaoeaacg 
egaaaegagg 
eceaacaaga 
a tctataaca 
ggaggecaag 
get tt tgacg 
a e g a c c a a g g 
tcagatg Leg 



otctgctgga 
ccsceotgga 
agtacaataa 
oagaggaeac 
ccacotacet 
ageatttege 
tig a a eg at ga 
agcaaetggg 
tg tacaccga 



ageccaga tc 
ccagatcac t 
gtcgqt teag 
gat.ett te tc 
gaa tgtccag 
tcacttgetg 
gaagaactgg 
a gag t tct ac 
t tggaaaaag 



60 
120 
100 
24 0 

3 00 
360 
420 

4 8 0 
540 
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RAW SEQUENCE LISTING 

P AT EH T A P P L 1 CAT i ON : 



US/08/756, 018C 



DATE: 01/0 2/2 0 01 
TIME : 10:20:47 



Input Set : A:\ES.txt 

Output Set: N:\CRF3\01022001\H756018C.raw 



2 3^ 
2 38 
2 39 
2 -1 0 
241 
212 



ugccaetgya 
ayggtgay ta 
oca ggy cage 
atgrtcaggy 
ccec taacoc 



gaagcageae 
clang eftca 
a ay gca q gee 
agagggi ctt 
aqgccctgca 



2 J 4 gal aag tg t:g 
2 35 teggatcocg 
2 3b cagccccay t 
cgcrceaetc 
ugyct-aggtg 

geeaagagee atatccgyga ggaccetgcc 
tctocnetcc otcagctegg acaeettctc t cetoceaga 
c let c t gca g ayecea a ate t ty t ga ca a a a c tea ca ca t 
ecayeecayg octcgccctc caycteaayy 
213 cagyyacagg ecccagecgg gtgetgacae 
24 1 dctcctggqg gyaecytcay 
24 5 f'tcccggacc cctgaggtca 



216 catigttOQac 
24 7 ygjgcagr ac 
24 3 gctgaaLggc 



tctLcetctL 
catgeyt gg t 
aeggcgr.gga 



24* 
2 50 
2 51 

2 53 
254 
2 55 
250 
2 58 
259 
260 
261 
2 6 i 
2 64 
265 
2 f> f j 
2 0 7 
2 6 8 
2 6 9 
2 70 
2 7.1 
2 72 
27 3 
2 74 
27 5 

27 6 
2^7 
278 
2 70 
280 

28 ! 
282 
28 3 
284 



gaaaaccatc 
gceggetegg 
goagcecega 
ccaggtouge 
gqagag caa L 
egge tec ft c 
cy totter ca 
ctecctgrct 



gagaaggaga ygaaacagga 
geget cetgc ctggacgca t 
e c g t c t go c t c 1 1 c a c c o g g 
c t g ac 1 1 1 1 1 cc ca ggc t c t 
c a caa a gg g g ca g g tg c t g g 
eotgacctaa gcceacecoa 
t tceag t aao 
y cccaecgtg 
gcectagagt 
atctctt cct 
cecaaggaea 
agecacgaag 
gecaagacaa 
accgtectgc 
gccctcecag 



O10> 
<2.n> 
<2 'l 2> 
<2 13> 
<4 0 0> 



egggacaggt 
g tceacotcc 
ccccccaaaa 
ggtggacgtg 

t g g t a c g t yg a c g g c g 1 g g a g g t g e a t a a t 
aacagca cgt acegggtggt cagcgtcctc 
a ay gay Laca agt y caa g g t e t c r;aa c a a a 
tceaaagcea aagytgggac ccgtygggtg egagggecae 
cccaccctct yecctgayag tgaecyctyt accaacctct 
yaaceacagg tgtaeaccct gcceceatcc ogggatgagc 
ctgaretgec tggtcaaagg ettetateec agegacatog 
gggcayecyy agaaeaacta caayuccacy ecteccgtgc 
ttectctaea gca age tea c egtggaeaag ayeaygtggc 
tgcteegtya tgeatgagge tetgeacaae cactacacgc 
ecgggtaaat gagtgcgacg gecg 



ygagggggaa 
cecggcta tg 
aqcc tctgec 
gygeaggeac 
gcteagacct 
aagyecaaac 
tcccaatctt 
cecaggtaag 
agectgeate 
cagcaeel ■■ a 
eectcatgu t 
acec tgagg t 
agecgeggga 
accaggactg 
ceceeatega 
a tggaeagag 
g tec tacagg 
tgaccaagaa 
cogtggagtg 
tggaotccga 
agcaggygaa 
agaagagect 



SEO ID NO: 11 
LtNGTH: 437 
TYPE: PRT 
ORGANISM 
S EOUENCE 



net 

1 

(II u 



Ala Leu Ser 



Asa Ala 



Ala 

Til r 

6 5 
Arg 



Phe 
5 0 
Phe 



Thr 
3 5 
Arg 



I le 

20 

Leu 



Homo sap i e H5 
11 ■ . 

Trp Val Leu 
5 

Pro Leu Cys 
Asp Gin lie 



Thr Val 



Asn Glu Glu 



Phe Tyr Phe 



Glu Tv 



Leu Asn Val 



Gin Glu 

Met Leu 
130 
J'yr Ala 
1 -15 

Glu Ala 



His 

115 
A 1 a 



Gin 

Gin 
1 00 
Phe 



Thr 
8 5 
Arg 



Thr 

70 

Arg 



Tyr 
5 5 
Pro 



Thr 
4 0 
Asn 



As 13 

25 

Glv 



Leu 

10 

Leu 



Ser Leu Leu Pro 



Val Pro Val 



Lys Trp Phe 



Lys Ser Val 



Gin Asp Gin 



Thr Glu 
75 
lie 



Gin 
6 0 

Asp 



Tyr 
4 5 
G lu 



Pro 
3 0 
Tie 

lie 



Thr lie 



Glu Asn Glv 



1 hr 
1. 0 5 
lie 



Cys 
9 0 
He 



Tyr Asn Thr 



Ser Arg Tyr 



Phe Asp val 



\sp Lys 



Leu Asp 



Ala His Leu Leu He Leu Arg Asp Thr 
120 125 
Asn Asp Glu Lys Asn Trp Gly 
135 HO 
Pro Glu Thr Thr Lys Glu Gin Leu Gly 

150 T55 
Cys Leu Arg He Pro Lys Ser Asp Val 



Val 
110 
Lys 

Leu 



Vdl 



Leu Leu 

15 

lie Thr 

Ala Ser 

Gin Ala 

Phe Leu 
8 0 ' 
Thr Tyr 
9 5 

Gly Gly 

Thr Tyr 

Ser Val 

Phe Tyr 
1 60 
Tyr Thr 



6 00 

6 60 
720 

7 80 
84 0 
9 00 
9b 0 

1020 
I U80 
114 0 
1200 
.1250 
1320 
1 38 0 

14 4 0 
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